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AHDC1_HUMAN|/Q5TGY3 AHDC1 1p36.11(|27860546..27930942|/AT-hook DNA-binding motif-containing protein 1
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Click a modification site to display information in detail.

[siteno | Aminoacia | Type | Owson | b |

Protein Sequence

MRVKPQGLVV TSSAVCSSPD YLREPKYYPG GPPTPRPLLP TRPPASPPDK AFSTHAFSEN PRPPPRRDPS TRRPPVLAKG DDPLPPRAAR PVSQARCPTP VGDGSSSRRC WDN
GRVNLRP VVQLIDIMKD LTRLSQDLQH SGVHLDCGGL RLSRPPAPPP GDLQYSFFSS PSLANSIRSP EERATPHAKS ERPSHPLYEP EPEPRDSPQP GQGHSPGATA AATGLP
PEPE PDSTDYSELA DADILSELAS LTCPEAQLLE AQALEPPSPE PEPQLLDPQP RFLDPQALEP LGEALELPPL QPLADPLGLP GLALQALDTL PDSLESQLLD PQALDPLPKL LD

VPGRRLEP QQPLGHCPLA EPLRLDLCSP HGPPGPEGHP KYALRRTDRP KILCRRRKAG RGRKADAGPE GRLLPLPMPT GLVAALAEPP PPPPPPPPAL PGPGPVSVPE LKPESSQ
TPV VSTRKGKCRG VRRMVVKMAK IPVSLGRRNK TTYKVSSLSS SLSVEGKELG LRVSAEPTPL LKMKNNGRNV VVVFPPGEMP IILKRKRGRP PKNLLLGPGK PKEPAVVAAE
AATVAAATMA MPEVKKRRRR KQKLASPQPS YAADANDSKA EYSDVLAKLA FLNRQSQCAG RCSPPRCWTP SEPESVHQAP DTQSISHFLH RVQGFRRRGG KAGGFGGRGG
GHAAKSARCS FSDFFEGIGK KKKVVAVAAA GVGGPGLTEL GHPRKRGRGE VDAVTGKPKR KRRSRKNGTL FPEQVPSGPG FGEAGAEWAG DKGGGWAPHH GHPGGQAGR|
N CGFQGTEARA FASTGLESGA SGRGSYYSTG APSGQTELSQ ERQNLFTGYF RSLLDSDDSS DLLDFALSAS RPESRKASGT YAGPPTSALP AQRGLATFPS RGAKASPVAV

GSSGAGADPS FQPVLSARQT FPPGRAASYG LTPAASDCRA AETFPKLVPP PSAMARSPTT HPPANTYLPQ YGGYGAGQSV FAPTKPFTGQ DCANSKDCSF AYGSGNSLPA SP
SSAHSAGY APPPTGGPCL PPSKASFFSS SEGAPFSGSA PTPLRCDSRA STVSPGGYMV PKGTTASATS AASAASSSSS SFQPSPENCR QFAGASQWPF RQGYGGLDWA SEA
FSQLYNP SFDCHVSEPN VILDISNYTP QKVKQQTAVS ETFSESSSDS TQFNQPVGGG GFRRANSEAS SSEGQSSLSS LEKLMMDWNE ASSAPGYNWN QSVLFQSSSK PGR
GRRKKVD LFEASHLGFP TSASAAASGY PSKRSTGPRQ PRGGRGGGAC SAKKERGGAA AKAKFIPKPQ PVNPLFQDSP DLGLDYYSGD SSMSPLPSQS RAFGVGERDP CDFI
GPYSMN PSTPSDGTFG QGFHCDSPSL GAPELDGKHF PPLAHPPTVF DAGLQKAYSP TCSPTLGFKE ELRPPPTKLA ACEPLKHGLQ GASLGHAAAA QAHLSCRDLP LGQPHY

DSPS CKGTAYWYPP GSAARSPPYE GKVGTGLLAD FLGRTEAACL SAPHLASPPA TPKADKEPLE MARPPGPPRG PAAAAAGYGC PLLSDLTLSP VPRDSLLPLQ DTAYRYPGF
M PQAHPGLGGG PKSGFLGPMA EPHPEDTFTV TS

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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