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10 [Accession[Geneiome] ____GhrNo. ____|___pescription_|
AFF4_HUMAN|/Q9UHB7 AFF4 5g31.1{/132211071..132299326(|AF4/FMR2 family member 4

Modification Sites Map
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Protein Sequence

MNREDRNVLR MKERERRNQE IQQGEDAFPP SSPLFAEPYK VTSKEDKLSS RIQSMLGNYD EMKDFIGDRS IPKLVAIPKP TVPPSADEKS NPNFFEQRHG GSHQSSKWTP V

GPAPSTSQS QKRSSGLQSG HSSQRTSAGS SSGTNSSGQR HDRESYNNSG SSSRKKGQHG SEHSKSRSSS PGKPQAVSSL NSSHSRSHGN DHHSKEHQRS KSPRDPDAN
W DSPSRVPFSS GQHSTQSFPP SLMSKSNSML QKPTAYVRPM DGQESMEPKL SSEHYSSQSH GNSMTELKPS SKAHLTKLKI PSQPLDASAS GDVSCVDEIL KEMTHSWPP
P LTAIHTPCKT EPSKFPFPTK ESQQSNFGTG EQKRYNPSKT SNGHQSKSML KDDLKLSSSE DSDGEQDCDK TMPRSTPGSN SEPSHHNSEG ADNSRDDSSS HSGSESSSG
S DSESESSSSD SEANEPSQSA SPEPEPPPTN KWQLDNWLNK VNPHKVSPAS SVDSNIPSSQ GYKKEGREQG TGNSYTDTSG PKETSSATPG RDSKTIQKGS ESGRGRQKS
P AQSDSTTQRR TVGKKQPKKA EKAAAEEPRG GLKIESETPV DLASSMPSSR HKAATKGSRK PNIKKESKSS PRPTAEKKKY KSTSKSSQKS REIIETDTSS SDSDESESLP P
SSQTPKYPE SNRTPVKPSS VEEEDSFFRQ RMFSPMEEKE LLSPLSEPDD RYPLIVKIDL NLLTRIPGKP YKETEPPKGE KKNVPEKHTR EAQKQASEKV SNKGKRKHKN EDDN
RASESK KPKTEDKNSA GHKPSSNRES SKQSAAKEKD LLPSPAGPVP SKDPKTEHGS RKRTISQSSS LKSSSNSNKE TSGSSKNSSS TSKQKKTEGK TSSSSKEVKE KAPSS
SSNCP PSAPTLDSSK PRRTKLVFDD RNYSADHYLQ EAKKLKHNAD ALSDRFEKAV YYLDAVVSFI ECGNALEKNA QESKSPFPMY SETVDLIKYT MKLKNYLAPD ATAADKRL

TV LCLRCESLLY LRLFKLKKEN ALKYSKTLTE HLKNSYNNSQ APSPGLGSKA VGMPSPVSPK LSPGNSGNYS SGASSASASG SSVTIPQKIH QMAASYVQVT SNFLYATEIW
DQAEQLSKEQ KEFFAELDKV MGPLIFNAST MTDLVRYTRQ GLHWLRQDAK LI

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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