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[ |accomionfcenename| oo | Description |
AF1L2_HUMAN|/Q8N4X5 AFAP1L2 10g25.3|{116054583..116164515||Actin filament-associated protein 1-like 2
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Click a modification site to display information in detail.

[ siteno | Aminoacid | Type | owision |

Protein Sequence

MERYKALEQL LTELDDFLKI LDQENLSSTA LVKKSCLAEL LRLYTKSSSS DEEYIYMNKV TINKQQNAES QGKAPEEQGL LPNGEPSQHS SAPQKSLPDL PPPKMIPERK QLAIP
KTESP EGYYEEAEPY DTSLNEDGEA VSSSYESYDE EDGSKGKSAP YQWPSPEAGI ELMRDARICA FLWRKKWLGQ WAKQLCVIKD NRLLCYKSSK DHSPQLDVNL LGSSVI

HKEK QVRKKEHKLK ITPMNADVIV LGLQSKDQAE QWLRVIQEVS GLPSEGASEG NQYTPDAQRF NCQKPDIAEK YLSASEYGSS VDGHPEVPET KDVKKKCSAG LKLSNLM

NLG RKKSTSLEPV ERSLETSSYL NVLVNSQWKS RWCSVRDNHL HFYQDRNRSK VAQQPLSLVG CEVVPDPSPD HLYSFRILHK GEELAKLEAK SSEEMGHWLG LLLSESGS

KT DPEEFTYDYV DADRVSCIVS AAKNSLLLMQ RKFSEPNTYI DGLPSQDRQE ELYDDVDLSE LTAAVEPTEE ATPVADDPNE RESDRVYLDL TPVKSFLHGP SSAQAQASSP T
LSCLDNATE ALPADSGPGP TPDEPCIKCP ENLGEQQLES LEPEDPSLRI TTVKIQTEQQ RISFPPSCPD AVVATPPGAS PPVKDRLRVT SAEIKLGKNR TEAEVKRYTE EKERLE

KKKE EIRGHLAQLR KEKRELKETL LKCTDKEVLA SLEQKLKEID EECRGEESRR VDLELSIMEV KDNLKKAEAG PVTLGTTVDT THLENVSPRP KAVTPASAPD CTPVNSATTL

KNRPLSVVVT GKGTVLQKAK EWEKKGA

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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