
ID Accession GeneName Chr.No. Description

AF10_HUMAN P55197 MLLT10 10p12.31 21823094..22032559 Protein AF-10

Modification Sites Map

Click a modification site to display information in detail.

Site no Amino acid Type Division Detail

Protein Sequence

MVSSDRPVSL EDEVSHSMKE MIGGCCVCSD ERGWAENPLV YCDGHGCSVA VHQACYGIVQ VPTGPWFCRK CESQERAARV RCELCPHKDG ALKRTDNGGW AHVVCALYI
P EVQFANVSTM EPIVLQSVPH DRYNKTCYIC DEQGRESKAA TGACMTCNKH GCRQAFHVTC AQFAGLLCEE EGNGADNVQY CGYCKYHFSK LKKSKRGSNR SYDQSLSDS
S SHSQDKHHEK EKKKYKEKDK HKQKHKKQPE PSPALVPSLT VTTEKTYTST SNNSISGSLK RLEDTTARFT NANFQEVSAH TSSGKDVSET RGSEGKGKKS SAHSSGQRGR
KPGGGRNPGT TVSAASPFPQ GSFSGTPGSV KSSSGSSVQS PQDFLSFTDS DLRNDSYSHS QQSSATKDVH KGESGSQEGG VNSFSTLIGL PSTSAVTSQP KSFENSPGDL
GNSSLPTAGY KRAQTSGIEE ETVKEKKRKG NKQSKHGPGR PKGNKNQENV SHLSVSSASP TSSVASAAGS ITSSSLQKSP TLLRNGSLQS LSVGSSPVGS EISMQYRHDG A
CPTTTFSEL LNAIHNDRGD SSTLTKQELK FIGIYNSNDV AVSFPNVVSG SGSSTPVSSS HLPQQSSGHL QQVGALSPSA VSSAAPAVAT TQANTLSGSS LSQAPSHMYG NRS
NSSMAAL IAQSENNQTD QDLGDNSRNL VGRGSSPRGS LSPRSPVSSL QIRYDQPGNS SLENLPPVAA SIEQLLERQW SEGQQFLLEQ GTPSDILGML KSLHQLQVEN RRLE
EQIKNL TAKKERLQLL NAQLSVPFPT ITANPSPSHQ IHTFSAQTAP TTDSLNSSKS PHIGNSFLPD NSLPVLNQDL TSSGQSTSSS SALSTPPPAG QSPAQQGSGV SGVQQVN
GVT VGALASGMQP VTSTIPAVSA VGGIIGALPG NQLAINGIVG ALNGVMQTPV TMSQNPTPLT HTTVPPNATH PMPATLTNSA SGLGLLSDQQ RQILIHQQQF QQLLNSQQL
T PVHRHPHFTQ LPPTHFSPSM EIMQVR

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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