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10 [accession|Genename| ___chrNo___| oescription]
ADDA_HUMAN||P35611 ADD1 4p16.3(/2845584..2931803||Alpha-adducin
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Click a modification site to display information in detail.

|_Siteno | Aminoacid | Type | Divison [ petal |

Protein Sequence

MNGDSRAAVV TSPPPTTAPH KERYFDRVDE NNPEYLRERN MAPDLRQDFN MMEQKKRVSM ILQSPAFCEE LESMIQEQFK KGKNPTGLLA LQQIADFMTT NVPNVYPAAP Q

GGMAALNMS LGMVTPVNDL RGSDSIAYDK GEKLLRCKLA AFYRLADLFG WSQLIYNHIT TRVNSEQEHF LIVPFGLLYS EVTASSLVKI NLQGDIVDRG STNLGVNQAG FTLH
SAIYAA RPDVKCVVHI HTPAGAAVSA MKCGLLPISP EALSLGEVAY HDYHGILVDE EEKVLIQKNL GPKSKVLILR NHGLVSVGES VEEAFYYIHN LVVACEIQVR TLASAGGPD
N LVLLNPEKYK AKSRSPGSPV GEGTGSPPKW QIGEQEFEAL MRMLDNLGYR TGYPYRYPAL REKSKKYSDV EVPASVTGYS FASDGDSGTC SPLRHSFQKQ QREKTRWLNS
GRGDEASEEG QNGSSPKSKT KWTKEDGHRT STSAVPNLFV PLNTNPKEVQ EMRNKIREQN LQDIKTAGPQ SQVLCGVVMD RSLVQGELVT ASKAIIEKEY QPHVIVSTTG P

NPFTTLTDR ELEEYRREVE RKQKGSEENL DEAREQKEKS PPDQPAVPHP PPSTPIKLEE DLVPEPTTGD DSDAATFKPT LPDLSPDEPS EALGFPMLEK EEEAHRPPSP TEAPTE

ASPE PAPDPAPVAE EAAPSAVEEG AAADPGSDGS PGKSPSKKKK KFRTPSFLKK SKKKSD

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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