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1 [ccession|Genchame] __ChrNo. | Description |
ACTB_HUMAN|(P60709 "ACTB "7p22.1 5566782..5603415"Actin, cytoplasmic 1|

Modification Sites Map
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Click a modification site to display information in detail.

[ steno | Aminoscid | Type | oiision |

Protein Sequence

MDDDIAALVV DNGSGMCKAG FAGDDAPRAV FPSIVGRPRH QGVMVGMGQK DSYVGDEAQS KRGILTLKYP IEHGIVTNWD DMEKIW
HHTF YNELRVAPEE HPVLLTEAPL NPKANREKMT QIMFETFNTP AMYVAIQAVL SLYASGRTTG IVMDSGDGVT HTVPIYEGYA LPHAILR
LDL AGRDLTDYLM KILTERGYSF TTTAEREIVR DIKEKLCYVA LDFEQEMATA ASSSSLEKSY ELPDGQVITI GNERFRCPEA LFQPSFLG

ME SCGIHETTFN SIMKCDVDIR KDLYANTVLS GGTTMYPGIA DRMQKEITAL APSTMKIKII APPERKYSVW IGGSILASLS TFQQMWIS
KQ EYDESGPSIV HRKC

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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