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ABLM3_HUMAN||094929  [|ABLIM3 5q32([148521046..148640105||Actin-binding LIM protein 3
Modification Sites Map
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Click a modification site to display information in detail.

|_Siteno | Aminoacid | Type | Divison [ petal |

Protein Sequence

MNTSIPYQQN PYNPRGSSNV IQCYRCGDTC KGEVVRVHNN HFHIRCFTCQ VCGCGLAQSG FFFKNQEYIC TQDYQQLYGT RCDSCRDFIT GEVISALGRT YHPKCFVCSL CR
KPFPIGDK VTFSGKECVC QTCSQSMASS KPIKIRGPSH CAGCKEEIKH GQSLLALDKQ WHVSCFKCQT CSVILTGEYI SKDGVPYCES DYHAQFGIKC ETCDRYISGR VLEAG
GKHYH PTCARCVRCH QMFTEGEEMY LTGSEVWHPI CKQAARAEKK LKHRRTSETS ISPPGSSIGS PNRVICAKVD NEILNYKDLA ALPKVKSIYE VQRPDLISYE PHSRYMSD
EM LERCGYGESL GTLSPYSQDI YENLDLRQRR ASSPGYIDSP TYSRQGMSPT FSRSPHHYYR SGPESGRSSP YHSQLDVRSS TPTSYQAPKH FHIPAGDSNI YRKPPIYKRH
GDLSTATKSK TSEDISQTSK YSPIYSPDPY YASESEYWTY HGSPKVPRAR RFSSGGEEDD FDRSMHKLQS GIGRLILKEE MKARSSSYAD PWTPPRSSTS SREALHTAGY EM
SLNGSPRS HYLADSDPLI SKSASLPAYR RNGLHRTPSA DLFHYDSMNA VNWGMREYKI YPYELLLVTT RGRNRLPKDV DRTRLERHLS QEEFYQVFGM TISEFDRLAL WKRN
ELKKQA RL

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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