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4EBP1_H 8p11 (|37887859..3 ||[Eukaryotic translation initiation facto
UMAN ||Ql3541 ||EIF4EBF>1 .23 |[7917883 r 4E-binding protein 1
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Click a modification site to display information in detail.
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Protein Sequence

MSGGSSCSQT PSRAIPATRR VVLGDGVQLP PGDYSTTPGG TLFSTTPGGT RIIYDRKFLM ECRNSPVT
KT PPRDLPTIPG VTSPSSDEPP MEASQSHLRN SPEDKRAGGE ESQFEMD

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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