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Click a modification site to display information in detail.

Site no | Amino acid| _Type _  pewl |
2 v Ac Lab |110218_pOVSAYO_2.mgf[F017470] |

Protein Sequence

MVDREQLVQK ARLAEQAERY DDMAAAMKNV TELNEPLSNE ERNLLSVAYK NVVGARRSSW RVISSIE
QKT SADGNEKKIE MVRAYREKIE KELEAVCQDV LSLLDNYLIK NCSETQYESK VFYLKMKGDY YRYLA

EVATG EKRATVVESS EKAYSEAHEI SKEHMQPTHP IRLGLALNYS VFYYEIQNAP EQACHLAKTA FDD
AIAELDT LNEDSYKDST LIMQLLRDNL TLWTSDQQDD DGGEGN

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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