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Click a modification site to display information in detail.
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Protein Sequence

MGDREQLLQR ARLAEQAERY DDMASAMKAV TELNEPLSNE DRNLLSVAYK NVVGARRSSW RVISSIE
QKT MADGNEKKLE KVKAYREKIE KELETVCNDV LSLLDKFLIK NCNDFQYESK VFYLKMKGDY YRYLA
EVASG EKKNSVVEAS EAAYKEAFEI SKEQMQPTHP IRLGLALNFS VFYYEIQNAP EQACLLAKQA FDD
AIAELDT LNEDSYKDST LIMQLLRDNL TLWTSDQQDE EAGEG

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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